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Species Gene Symbol Gene ID GenBank Accession Transcript
Human KCTD9 54793 BC021216 NM_017634

About the gene

Official Symbol KCTD9

Previous Symbol -

Official Full Name | potassium channel tetramerization domain containing 9

Synonyms FLJ20038; BTBD27

Location 8p21.2

Gene Type protein-coding gene

Uniprot ID Q7L273

Pathway/Library Ubiquitin Ligases Genes Library

Substrate-specific adapter of a BCR (BTB-CUL3-RBX1) E3 ubiquitin-protein ligase complex, which
Gene Summary mediates the ubiquitination of target proteins, leading to their degradation by the proteasome.
KCTD9 HUMAN,Q7L273
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X~ m:
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T = -HE R R (100X) 100ml
D0508S/M i PR 21 2 4 R A Ao U ) 25/100%
D7080S/M/L T7 Endonuclease T (CRISPRZ5:3% [K] 2845 %5 52 F) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (FEM4 2% %) 250mg
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